In the title compound, C 23 H 17 N 3 O, there is a short intramolecular C-HÁ Á ÁO contact present, and the conformation about the C N bond is E. The phenyl and benzylidene rings make dihedral angles of 28.21 (15) and 37.65 (14) with the mean plane of the quinoline moiety. In the crystal, molecules are linked by N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds, forming chains propagating along [001], with the O atom accepting three hydrogen bonds.
In the title compound, C 23 H 17 N 3 O, there is a short intramolecular C-HÁ Á ÁO contact present, and the conformation about the C N bond is E. The phenyl and benzylidene rings make dihedral angles of 28.21 (15) and 37.65 (14) with the mean plane of the quinoline moiety. In the crystal, molecules are linked by N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds, forming chains propagating along [001] , with the O atom accepting three hydrogen bonds.
Structure description
It has been reported that quinoline derivatives serve as antagonists (Bennacef et al., 2007) , analgesic agents (Gopalsamy & Pallai, 1997) , 5HT3 antagonists (Anzini et al., 1995) and structural subunits of natural products (Sivaprasad et al., 2006) . Among the compounds of a quinoline series, Atophan and its derivatives have shown a variety of biological effects (Muscia et al., 2008; Wang et al., 2009) . Moreover, hydrazide-hydrazone compounds are found to be associated with various biological activities such as antimicrobial, anticonvulsant, analgesic, anti-inflammatory, anti-platelet, anti-tubercular and anti-tumour properties (Mohamed et al., 2015) . As part of our studies in this area, we now report the crystal structure of the title compound.
The molecular structure of the title compound is illustrated in Fig. 1 . The quinoline moiety is slightly twisted as indicated by the dihedral angle of 2.27 (16) between the C1-C6 and N1/C6-C9 rings. The phenyl (C10-C15) and benzylidene (C18-C23) rings make dihedral angles of 28.21 (15) and 37.65 (14) , respectively, with the mean plane of the data reports quinoline moiety. The conformation about the C17 N3 bond is E and there is a short C5-H5Á Á ÁO1 contact in the molecule (Table 1) .
In the crystal, N2-H2AÁ Á ÁO1 i , C8-H8Á Á ÁO1 i and C17-H17Á Á ÁO1 i [symmetry code: (i) x, Ày + 1, z À 1 2 ] hydrogen bonds link the molecules into chains along the c-axis direction (Table 1 and Fig. 2 ).
Synthesis and crystallization
The title compound was prepared in 89% yield according to a reported procedure (Mohamed et al., 2016) . Colourless needle-like crystals of the title compound were obtained by recrystallization from ethanol solution (m.p. 515-518 K).
Refinement
Crystal and refinement details are given in Table 2 . Table 1 Hydrogen-bond geometry (Å , ). 
Figure 2
A view along the a axis of the crystal packing of the title compound. The N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds are shown as dashed lines (see Table 1 ) and, for clarity, only H atoms H26, H8 and H17 have been included. Computer programs: APEX3 and SAINT (Bruker, 2016) , SHELXT (Sheldrick, 2015a), SHELXL2014 (Sheldrick, 2015b), DIAMOND (Brandenburg & Putz, 2012) , Mercury (Macrae et al., 2008) and SHELXTL (Sheldrick, 2008) .
Figure 1
The molecular structure of the title compound, showing the atom labelling and 50% probability displacement ellipsoids.
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IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Refined as a 2-component inversion twin. 
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